Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.017; wR factor = 0.049; data-to-parameter ratio = 18.6.
Related literature
For hydrogen-bond motifs, see Bernstein et al. (1995) . For values of bond lengths, see Allen et al. (1987) . For related literature on triorganotin(IV) complexes see, for example: Willem et al. (1997); Novelli et al. (1999) ; Gielen et al. (2000) ; Tian et al. (2005) ; Baul et al. (2001) ; Win et al. (2006 Win et al. ( , 2007a ; Yeap & Teoh (2003) .
Experimental
Crystal data [Sn(C 6 H 5 ) 3 (C 9 H 10 NO 2 )] M r = 514.17 Triclinic, P1 a = 9.1140 (2) Å b = 10.0027 (2) Å c = 14.5066 (4) Å = 100.925 (1) = 103.106 (1) = 110.778 (1) V = 1150.13 (5) Å 3 Z = 2 Mo K radiation = 1.13 mm À1 T = 100.0 (1) K 0.46 Â 0.42 Â 0.17 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.623, T max = 0.830 18268 measured reflections 5259 independent reflections 5141 reflections with I > 2(I) R int = 0.017 Refinement R[F 2 > 2(F 2 )] = 0.017 wR(F 2 ) = 0.049 S = 1.08 5259 reflections 282 parameters H-atom parameters constrained Á max = 0.53 e Å À3 Á min = À0.56 e Å À3 Table 1 Selected bond lengths (Å ). Symmetry codes: (i) Àx; Ày; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2005); cell refinement: APEX2; data reduction: SAINT (Bruker, 2005); program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) .
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Allen, F. H., Kennard, O., Watson, D. G., Brammer, L., Orpen, A. G. & Taylor, R. (1987) . J. Chem. Soc. Perkin Trans. 2, pp. S1-19. Baul, T. S. B., Dhar, S., Pyke, S. M., Tiekink, E. R. T., Rivarola, E., Butcher, R. & Smith, F. E. (2001) . J. Organomet. Chem. 633, 7-17. Bernstein, J., Davis, R. E., Shimoni, L. & Chamg, N.-L. (1995) . Angew. Chem. Int. Ed. Engl. 34, 1555 -1573 . Bruker (2005 . APEX2, SAINT and SADABS. Bruker AXS Inc., Madison, Wisconsin, USA. Gielen, M., Biesemans, M., Vos, D. d. & Willem, R. (2000) . J. Inorg. Biochem. 79, 139-145. Novelli, F., Recine, M., Sparatore, F. & Juliano, C. (1999 ). Farmaco, 54, 237-241. Sheldrick, G. M. (2008 . Acta Cryst. A64, 112-122. Spek, A. L. (2003) . J. Appl. Cryst. 36, 7-13. Tian, L., Sun, Y., Li, H., Zheng, X., Cheng, Y., Liu, X. & Qian, B. (2005) . J. Inorg. Biochem. 99, 1646 -1652 . Willem, R., Bunhdid, A., Mahieu, B., Ghys, L., Biesemans, M., Tiekink, E. R. T., Vos, D. d. & Gielen, M. (1997 . J. Organomet. Chem. 531, 151-158. Win, Y. F., Guan, T. S., Ismail, N. L. & Yamin, B. M. (2006) . Acta Cryst. E62, m3146-m3148. et al., 1997; Novelli et al., 1999; Gielen et al., 2000; Tian et al., 2005) . Generally, triphenyltin(IV) carboxylate complexes are commonly found as monomeric structures with four-coordinated distorted tetrahedral or five-coordinated trigonal bipyramid geometries (Baul et al., 2001; Yeap & Teoh, 2003; Win et al., 2007b) . In a recent study, the coordination geometry of (3,5-dinitrobenzoato)triphenyltin(IV) is found to be distorted tetrahedral due to the long range interaction of the carboxylate anion coordinated to the Sn moiety in an isobidentate fashion (Win et al., 2006) . In addition, triphenyltin(IV) carboxylates are also able to form polymeric structures (Tian et al., 2005; Win et al., 2007a) . In the polymeric system, the carboxylate anions act as bridging bidentate ligands in the bonding to the neighbouring tin(IV) resulting in a polymeric structure with the tin atom exhibiting trigonal bipyramid geometry as shown in the complex, catena- et al., 2007a) . Based on the crystallographic structural study, the title complex [3-(dimethylamino)benzoato]triphenyltin(IV) has a monomeric four-coordinated distorted tetrahedral structure which is similar to that found for [4-(diethylamino)benzoato-κO]triphenyltin(IV) (Win et al., 2007b) .
The bond lengths (Allen et al., 1987) and angles in the molecule (I, Fig. 1 , Table 1 ) are within normal ranges. The Sn atom is coordinated by the three phenyl groups and a carboxylate anion in a distorted tetrahedral geometry. An intramolecular hydrogen bond C-H···O forms a seven-membered ring, characterized as S(7) motif (Bernstein et al., 1995) . The dihedral angles between the phenyl-carboxylate group and the other three phenyl rings are 76.94 (8), 66.82 (8), and 42.34 (9)°, respectively. The crystal structure (Fig. 2) , is further stabilized by intermolecular C-H···π (x 2) ( Table 2) interactions.
Experimental
The complex [3-(dimethylamino)benzoato]triphenyltin(IV) was obtained by heating under reflux a 1:1 molar mixture of triphenyltin(IV) hydroxide (1.10 g, 3 mmol) and 3-(dimethylamino)benzoic acid (0.50 g, 3 mmol) in acetonitrile (50 ml All of the hydrogen atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å for aromatic H and 0.96 Å for methyl H atoms. A rotating group model was used for the methyl groups. Fig. 1 . The molecular structure of the title compound with atom lables and the 50% probability ellipsoids for non-H atoms. Intramolecular hydrogen bonds is shown as dashed lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Sn1 0.091614 (11) 0.100499 (9) 0.838745 (6) 0.0309 (7) 0.0256 (7) 0.0197 (6) 0.0100 (6) 0.0072 (6) 0.0110 (5) C1 0.0177 (7) 0.0146 (6) 0.0149 (6) 0.0058 (5) 0.0057 (5) 0.0047 (5) C2 0.0187 (7) 0.0234 (7) 0.0200 (7) 0.0105 (6) 0.0043 (6) 0.0057 (6) C3 0.0273 (8) 0.0245 (8) 0.0235 (8) 0.0143 (7) 0.0097 (7) 0.0029 (6) C4 0.0250 (8) 0.0190 (7) 0.0189 (7) 0.0055 (6) 0.0057 (6) 0.0018 (6) C5 0.0176 (7) 0.0235 (7) 0.0231 (8) 0.0060 (6) 0.0035 (6) 0.0042 (6) C6 0.0180 (7) 0.0206 (7) 0.0231 (7) 0.0093 (6) 0.0067 (6) 0.0041 (6) C7 0.0155 (6) 0.0180 (6) 0.0125 (6) 0.0076 (5) 0.0041 (5) 0.0005 (5) C8 0.0193 (7) 0.0170 (6) 0.0205 (7) 0.0079 (6) 0.0059 (6) 0.0028 (5) C9 0.0210 (7) 0.0223 (7) 0.0268 (8) 0.0122 (6) 0.0050 (6) 0.0045 (6) C10 0.0162 (7) 0.0289 (8) 0.0228 (8) 0.0082 (6) 0.0055 (6) 0.0023 (6) C11 0.0200 (7) 0.0239 (7) 0.0205 (7) 0.0044 (6) 0.0067 (6) 0.0054 (6) C12 0.0203 (7) 0.0198 (7) 0.0149 (7) 0.0077 (6) 0.0045 (6) 0.0042 (5) C13 0.0151 (6) 0.0169 (6) 0.0198 (7) 0.0076 (5) 0.0072 (5) 0.0072 (5) C14 0.0257 (8) 0.0234 (7) 0.0180 (7) 0.0120 (6) 0.0084 (6) 0.0064 (6) C15 0.0289 (8) 0.0341 (9) 0.0236 (8) 0.0196 (7) 0.0119 (7) 0.0163 (7) C16 0.0256 (8) 0.0245 (8) 0.0366 (9) 0.0162 (6) 0.0178 (7) 0.0167 (7) C17 0.0217 (7) 0.0175 (7) 0.0296 (8) 0.0088 (6) 0.0115 (6) 0.0047 (6) C18 0.0175 (7) 0.0195 (7) 0.0192 (7) 0.0073 (6) 0.0045 (6) 0.0050 (6) C19 0.0147 (6) 0.0174 (6) 0.0152 (6) 0.0048 (5) 0.0031 (5) 0.0041 (5) C20 0.0161 (7) 0.0199 (7) 0.0135 (6) 0.0063 (5) 0.0035 (5) 0.0041 (5) C21 0.0186 (7) 0.0191 (7) 0.0158 (7) 0.0075 (5) 0.0044 (5) 0.0038 (5) C22 0.0183 (7) 0.0223 (7) 0.0146 (7) 0.0053 (6) 0.0022 (5) 0.0055 (6) C23 0.0256 (8) 0.0325 (8) 0.0127 (7) 0.0114 (7) 0.0068 (6) 0.0056 (6) C24 0.0280 (8) 0.0300 (8) 0.0156 (7) 0.0150 (7) 0.0065 (6) 0.0009 (6) C25 0.0228 (7) 0.0211 (7) 0.0170 (7) 0.0101 (6) 0.0043 (6) 0.0035 (6) C26 0.0266 (8) 0.0360 (9) 0.0241 (8) 0.0052 (7) 0.0054 (7) 0.0164 (7) C27 0.0408 (10) 0.0243 (8) 0.0311 (9) 0.0139 (7) 0.0091 (8) 0.0125 (7) Geometric parameters (Å, °) supplementary materials sup-9 
